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Kiouesnie ciosa: KoBun-19, nossonounnk, cuM¢pu3, B3OyXaloumii
aueK, GuOpo3ubIil anck, BLINSuNBaNILe, NpOTPY3Hsl, rpbbka, BHOpHpYIOLILEE A1poO.

Hapaay ¢ naromopdonoriieckiumn  npoueccamu  nocsie  Covid-19
PA3BIBAIOTCH NeCTPYKTIBHLIC H3MCHEHIS B IICKE H KOCTH Ha €ro MTOBEPXHOCTH.
VBEIHUUBASTCH  MNCNO  GONbHBIX, CTPAZAIOUINN ACCNTHYECKHM HEKPO3aMH
MOACHHYHOIO  OTACNA nNpH  nereHepaTHBlo-AHCTPO(HUYESCKHX 3a00neBaHuAX
MO3BOHOUHIKA niocne ocnokuenntii COVID-19, uto TpebyeT AHArHOCTHKH H
YCTPAHCHUS 3TOro 3adosieBaHns Ha paHHHX craguax. TlpH acenTHyeckoMm
HCRPO3¢ JIN3NC KNETOK KOCTHOrO MO3ra W pa3BuTiie TPOMOO30B BCJ/E/ICTBHE
Co‘vid—l‘)‘:mxmoqmorca B OTCYTCTBHH KOJUIAaTEPaibHbIX COCY/10B B apTepHsX
KPOBOCHAOXEH A,

SUMMARY
THE SIGNIFICANCE IN THE TREATMENT OF THE CLINICAL-
PATHOMORPHOLOGICAL DIAGNOSIS OF DEGENERATIVE
DYSTROPIC DISEASES OF THE LUMBAR SPINE AFTER COVID-19

Makhkamov Nosirjon Juraevich, Hayrullaev Abdumajit Abdugani ogli
Andijan State Medical Institute
nosirzonmahkamovS@gmail.com
Key words: Kovid-19, spine, symphysis, bulging disc, fibrotic disc,
bulging, protrusion, hemnia, vibrating nucleus.

Along with pathomorphological processes after Covid-19, destructive
changes develop in the disc and bone on its surface. The number of patients
suffering from aseptic necrosis of the lumbar spine due to degenerative-
dystrophic diseases of the spine after complications of COVID-19 is increasing,
which requires diagnosis and elimination of this disease in the early stages. In
aseptic necrosis, the lysis of bone marrow cells and the development of
thrombosis due to COVID-19 are the lack of collateral vessels in the blood
supply artery.

UDK: 616.34-022:616.98:578.834-08
COVID-19 REKONVALESSENTLARIDA ICHAK
MIKROFLORASIDAGI DISBIOTIK HOLATLARNI KORREKSIYA
QILISH SAMARADORLIGI
Mo‘minova Madinaxon Abdulxaq qizi,
Mamatmusayeva Fotima Shaydullayevna
Toshkent tibbiyot akademiyasi
madinaxonmominova626@gmail.com
mkomfo@mail.ru

Kalit so‘zlar: Covid-19, rekonvalessent, diareya, probiotik, korreksiya

Mavzuning dolzarbligi: SARS-CoV-2 virusi o‘tkir respirator distress
sindromi va o‘limga qadar bo'lgan kasallikni keltirib chiqgarmoqda. SARS-CoV-
2 virusi yuqqanida, nafas olish tizimi yetishmovchiligi belgilaridan tashqari,
bemorlarming taxminan 5-18 foizida diareya, ko'ngil aynish, qayt qilish va qorin
og'rigi belgilarini keltirib chigarmoqda. Shuningdek, Uxandagi Covid-19
xususiyatlariga bag'ishlangan birinchi klinik maqolada diareya kattalar va
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bolalanda 2-40%, gacha tarqulgantigi hagida ma’lumot keltirilgan. SARS-CoV-2
virusi me'da ichak trakt (MUT) hujayralarning angiotensin aylantirish fermentini
CACEDY  shikastlaydic  Ushbu - patofiziologik mexanizm  normal —ichak
mikroflorasini buzadi, natijada oshqozon-ichak trakti simptomlari, shu jumladan
dlareva paydo bo'ladi (Sarsenbayeva A8, Lazebnik 1.3, 2020y.).

Doktor Vong va uning hamkasblari (Uxan, 2020 y) ishtirokida olib
borilgan tadgiqet natjalariga ko'ra, Covid-=19 oshqozon ichak tizimida diareya
bilan kechishi turli klinik ko rinishlar bilan namoyon bo'lar ekan. Covid-19
bilan Kasallangan 10676 natar bemorlarning meta-tahlillari shuni ko'rsatdiki,
bemorlarning 7.7% ida diareya (95% C1 7.2-8.2) kuzatiladi. Diarcya sindromi
odatda, Kasallikning ik Kunlarida  suvsizlanmagan, klinik jihatdan og'ir
bo'lmagan va Kuniga uch marta ich kelishi bilan xarakterlangan. Covid-19
infeksivasi tashxisi qo'yilgunga qadar 22.2% bemorlarda, Covid-19 infcksiyasi
rashxisi bilan shifoxonaga gabul gilingan 146 nafar bemorlarning 55.2% ida
diareva Kuzatilgan, Diaveya simptomining davom etish davri odatda 4 kun,
ba'zida 1 kundan [4 kungacha davom etishi mumkinligi aniglangan (Wong SH,
Lut RN.S., Sung 1LY, 2020y).

Tadqiqotning magsadi: Covid-19 infeksiyasi rekonvalessentlarida ichak
mikroflorasidagi disbiotik holatlarni samarali korreksiya qilish algoritmini
ishlab chiqish.

Kuzatuvimiz ostiga Toshkent tibbiyot akademiyasi ko*p tarmoqli klinikasi
va Chilonzor tumani sanitariya epidemiologiya osoyishtalik markaziga
qorindagi og'riqqa, najasining yashil rangda ekanligiga, najasining suyuqligiga
murojaat qilib  kelgan va Toshkent shahar Olmazor tumani 16-oilaviy
poliklinikasida “Covid-19 infeksiyasi rekonvalessenti” tashxisi  asosida
dispanser nazoratida bo*lgan 100 nafar bemorlar tanlab olindi va ularning najasi
TTA ko'p tarmoqli klinikasi va Chilonzor tumani sanitariya epidemiologiya
osoyishtalik markazining bakteriologik laboratoriyalarida tekshirildi.

Kuzatuvimizdagi bemorlarda Kasallikning yuqish yo*llari

Yugqish yo'llari COVID-19 (n=100)
. P
Asosiy guruh (n=70) Nazorat guruh
b (n=30)
soni M+tm soni NMitm
Nafas yo'li 18 25,7409 | 21 70403 | <0.05
| Alimentar usul 59 74.3:£0.92 o 3043.4 0,03
| o

Natijalar va muhokama: Kuzatuvimizdagi vekonvalessentlar ichak
mikroflorasi ~ o‘rganilganda  ichak  normal  mikroflorasining  indigen
bakteriyalaridan  E.coli me'yorly fermentativ  faollikdagi  (KHQB fO-‘)
bakteriyasi asosiy guruh rekonvalessentlarda 01,4 foizni, nazorat euruh
rekonvalessentlarda esa 3,3 [oizni tashkil etdi va bu ko'rsatkichlar orasidngi farq
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18,4 barobar bo‘lib, sezilarli darajada ishonchli ckanligi ma’lum bo*ldi.
Bifidum-bakteriyalar (KHQB 10%) asosiy guruh rekonvalessentlarda 72,8 loizni,
nazorat guruh rekonvalessentlarda esa 6,6 [oizni, Laktobakteriyalar (KHQB 10%)
asosiy guruh rekonvalessentlarda 51,4 foizni, nazoral guruh rekonvalessentlarda
esa 3.3 [oizni tashkil etdi.

Ichak mikroflorasidagi shartli patogen bakieriyalardan Proteus vulgaris
(KHQB  107) asosiy guruh  rekonvalessentlarda  nazoral guruh
rekonvalessentlariga nisbatan 8,7 barobar ko‘prog o‘zgarishlar kuzatilishi
aniglandi (58,6% va 6,6% mos ravishda, P<0,05). Shuningdek Klebsiclla
(KHQB 10% asosiy guruh rekonvalessentlarda 64,2 foizni, nazorat guruh
rekonvalessentlarda esa 6,6 foizni, Enterococcus spp. (KHQB10%) asosiy guruh
rekonvalessentlarda 55,7 foizni, nazorat guruh rckonvalessentlarda esa 10,0
foizni tashkil qildi va bu ko‘rsatkichlar orasidagi farq 5,57 barobar bo‘lib,
sezilarli darajada ishonchli ekanligi ma’lum bo*ldi.

Tanlab olingan rekonvalessentlar, ya’ni asosiy guruh rekonvalessentlariga
Lacto G, Biff-immuno va bifolak neo probiotiklari 14 kun davomida berildi.
Davolashdan so‘ng rekonvalessentlar ichak mikroflorasi bakteriologik usulda
tekshirildi. Korreksiyadan so‘ng kuzatuvimizdagi rekonvalessentlarda ichak
mikroflorasi  o‘rganilganda, ichak normal = mikroflorasining  indigen
bakteriyalaridan E.coli me’yoriy [fermentativ faollikdagi (KHQB 107)
bakteriyasi me’yoriy ko‘rsatkichlari Lacto G qabul gilgan rekonvalessentlarda
87,2 foiz, Biff-immuno gabul gilgan rekonvalessentlarda 61,2 foizni tashkil etdi
va bu ko‘rsatkichlar orasidagi farq 1,4 barobar, Bifolak neo qabul gilgan
rekonvalessentlarda esa 63,2 foizni tashkil etdi va l-guruh ko‘rsatkichi bilan
orasidagi farq 1,38 bo‘lib, sezilarli darajada ishonchli ekanligi ma’lum bo‘ldi.
Biff-immuno va Bifolak neo qabul gilgan rekonvalessentlar ko‘rsatkichlari
orasida ishonchli farglar kuzatilmadi (P>0,05).

Miks infeksiyalarning uchrash darajasi

@ KlLspplproteus

o KlLspp+E.coli lak(-)

I Enterobacter sp+KLspp

@ Proteus+E.coli lak(-)+Enterobacter

& Klspp+E.coli+Psanimbilis

| Candidn-+St.nureus
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HQB 10%) me’yoriy ko‘rsatkichlari Lacto G gabul

gilgan rekonvalessentlarda 76,4 foizni, Biff-immuno gabul  gilgan

rekonvalessentlarda esa 61,4 foizni, Bifolak neo gabul  gilgan

rekonvalessentlarda esa 66,7 foizni tashkil etdi. [ aktobakteriyalar (KH?B 1'0”')
rekonvalessentlarda 88,3 foizni,

'voriy ko‘rsatkichlari Lacto G qabul gilgan : i
P o oF . a esa 62,2 foizni tashkil etdi.

Biff-immuno gabul gilgan rekonvalessentlard 2,2 ‘ [
Bifolak neo qabul qilgan rekonvalessentlarda esa 66,1 foizn] tashkil etdL

Ichak mikroflorasidagi shartli patogen bakteriyalardan Proteus vilgaris
(KHQB 10*) me’yoriy ko‘rsatkichlari Lacto G gabul gilgan rekonvalessenjrlarda
Biff-immuno qabul gilgan rekonvalessentlariga nisbatan 1,32 barobar, Blfolak
neo qabul gilgan rekonvalessentlarga nisbatan esa 1,29 barobar ko‘prog
o‘zgarishlar kuzatilishi aniglandi (P<0,001). Biff-immuno va Bifolak neo gabul
gilgan rekonvalessentlar ko‘rsatkichlari orasida ishonchli farglar kuzatilmadi.
Shuningdek, Klebsiella (KHQB 10%) me’yoriy ko‘rsatkichlari Lacto G gabul
gilgan rekonvalessentlarda 87,1 foizni, Biff-immuno gabul gilgan
rekonvalessentlarda esa 70,5 foizni tashkil etdi. Bifolak neo gabul gilgan
rekonvalessentlarda esa 79 foizni tashkil etdi, Enterococcus spp. (KHQBI10)
me’yoriy ko‘rsatkichlari Lacto G qabul gilgan rekonvalessentlarda 92,6 foizni,
Biff-immuno gabul gilgan rekonvalessentlarda esa 75,2 foizni tashkil etdi.
Bifolak neo gabul gilgan rekonvalessentlarda esa 71,4 foizni tashkil etdi. Bifi-
immuno va Bifolak neo gabul qilgan rekonvalessentlar ko’rsatkichlari orasida
ishonchli farglar kuzatilmadi.

Xulosa: COVID-19 infeksiyasi bilan kasallanish eng ko'p 19-39
yoshgacha (54%) bo‘lgan erkaklarda (63%) kuzatildi. Asosiy guruh
rekonvalessentlarida miks infeksiya (74,2%) nazorat guruhiga nisbatan 6.5
barobar ko‘p kuzatildi. Nazorat guruhda esa mono infeksiya (88.6%) asosiy
guruhga nisbatan 3  barobar ko’p  kuzatildi.  Asosiy guruhdagi
rekonvales:sentlarda eng ko‘p Klpneumoniae (28%), Staureus (26%) va
Escherichia coli lak(-) uchragan (22%), miks infeksiya sifatida K7.pneumoniae
+ Pr.vulgaris 19% va St.aureus + E.coli lak(-) 18% bo‘lishi aniglandi.

Lacto’G gabql qgilgan rekonvalessentlarda ichak indigen mikroflorasidagi
Bicgls me'yonis Jormeninty fecllfidrgs (RHOR 107 baideugesi, Biidin,
barobalj'} tonoa ycor s)rm\]/::m ab!o.bi{de‘rzyalcu- (_KHQB 10'") o‘rtacha 1,4
rekonvaless;:nllardaqich‘lkc mikroﬂerlS 'll 1S.b0ﬂal'ld]'. Lacto G qabul gilgan
Proteus vulgaris ; 3 /Om_s.lc agl shartli patogen bakteriyalardan

garis (KHQB 10°), Klebsiella (KHQB 10%), Enterococ
(KHQB10%) o‘rtacha 1,3 barobar tezr 2 2k -)’ nierococcus spp-
acha 1,5 barobe roq me’yorlashishi aniqlandi.

Bifidum-bakteriyalar (K
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EFFECTIVENESS OF CORRECTION OF DYSBIOTIC CONDITIONS
IN THE INTESTINAL MICROFLORA IN THE RECOVERERS OF
COVID-19
Muminova Madinaxon Abdulxak kizi,
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Most cases of COVID-19 infection were observed in men aged 19-39
(54%) (63%). In the convalescents of the main group, mixed infection (74.2%)
was observed 6.5 times more than in the control group. In the control group,
mono infection (88.6%) was observed 3 times more than in the main group.
Convalescents in the main group had the most Kl.pneumoniae (28%), St.aureus
(26%) and Escherichia coli lac(-) (22%), Kl.pneumoniae + Pr.vulgaris 19% and
St. .aureus + E.coli lac(-) was found to be 18%. In convalescents who received
Lacto G, it was proven that E.coli bacteria with normal enzymatic activity
(KHQB 107), Bifidum bacteria (KHQB 108) and Lactobacteria (KHQB 1011)
in the intestinal indigenous microflora were effective 1.4 times faster on average.
Proteus vulgaris (KHQB 103), Klebsiella (KHQB 104), Enterococcus spp.
(KHQB103) was determined to normalize 1.3 times faster on average.

PE3IOME
IPPEKTUBHOCTSH KOPPEKIIMU JUCBUOTHYECKOI'O
COCTOSIHUSI KHITIEYHOU MUKPO®JIOPBI ¥
IMEPEAOBBIX ITPH COVID-19
MymunHoBa Maguna AGaynxakoBHa, MamaTtmycaesa @oTuma
lafipynnaeBHa
Tawxenmekas MeOUYUHCKas akademis
madinaxonmominova626@gmail.com

Kiouessie cioa: COVID-19, pekoHBaNieCieHT, AHapes, NPOOUOTHK,
KOppeKIIHUsL.

bounsie Beero ciyuaeB 3apaxenus COVID-19 Habmoganocs y My»XTUH
B Bo3pacTe 19-39 ner (54%) (63%). Y peKoHBaleCLEHTOB OCHOBHON I'PYTIIEI
MUKCT-MHeKma (74,2%) Habmonanack B 6,5 pasa yaie, 9eM B KOHTPOJIBHOM
rpymre. B KoHTponbHOH rpymnmne MoHouHekius (88,6%) nabmonanack B 3 pasa
Yalle, YeM B OCHOBHOM rpymme. Y peKOHBAJECLEHTOB OCHOBHOH TIPYTIIThI
Gomeme Bcero BeTpedanmucs Kl.pneumoniae (28%), St.aureus (26%) wu
Escherichia coli lac(-) (22%), Kl.pneumoniae+ Pr.vulgaris 19% u St.aureus-+.
bruto obnapyxeno, uto lac(-) E.coli cocraBnser 18%. V pekonBanecLeHTOB,
nosiyyasmux Jlakro G, 6sI0 okasano, urto Gaxrepun E.coli ¢ HOpMaTbHOI
hepmenTaruBuoii axruBHOCTEIO0 (KHQB 107), Supunnymdaxrepun (KHQB 108)
1 naxrobaxrepun (KHQB 1011) B cocraBe aGopurennoii MHUKpOQI0pb!
KMIIEYHHKA IEeHCTBOBAMM B cpeqHem B 1,4 pasa Oweictpee. Proteus vulgaris
(KHQB 103), xne6enemna (KHQB 104), Enterococcus spp. (KHQB103)
HOpPMAJIN30BAJICs B cpeaHeM B 1,3 pa3sa ObicTpee.
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