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AHHoTaums: B Y3bekuctaHe BbisBNEeHbI BO3OYANUTENW THOMHO-BOCMANMTENbHLIX 3a00NEBaHNA BEPXHUX Obl-
xaTenbHbIX nyTen y 6onbHbIX COVID-19. MaTepuan u metog. B mapte 2021 r. 6b1n10 oTobpaHo 35 nauneHToB
C AanarHosom «uHekuns COVID-19», HaxoguBLMXCS HA NeyeHun B PecnybnmkaHckon cneumansHomn 6osb-
Huue Ne 1 «3aHruoTa», 1 y HUX Bbino nNpoBegeHo GakTepronornyeckoe UccneaoBaHne Maskos U3 3esa. Pe-
3ynbTaThl: U3 HUX 16 XeHLWmH 1 19 MyxymnH. U3 35 naumeHToB y 12 Bbina MOHOMHMEKLMS, a y 23 — CMeLLaH-
Has uHdekums. Cambli BbICOKMI npoLeHT obHapyxeH y Candida ssp. u (51,4%) v S. aureus (45,7%), 3a Ko-
TopbIMK criegytoT St. epidermedis 22,8%, Klebsiella pneumonia 20%, Streptococcus spp. Boisisnero 14,3%,
CuHerHonHon nanoykn 15,3%. Beisog. CornacHo nosy4yeHHbIM LaHHbIM, rpubKoBble MHPEKLMU Bbinmn BbisB-
neHbl 6onee yem y 50% 60onbHbIX ¢ HakTepUanbHbIMU MHPEKLMSMI B CBA3W C Ype3MEPHbIM U Hensbupatenb-
HbIM NPUMEHEHWEM MHOTUMM BOMbHBIMA aHTMOMOTMKOB. Y nauneHToB ¢ guardo3om COVID-19 S. aureus nu-
avposan B 45,7% Bo3byauteneit.

KntoueBbie cnoBa: COVID-19, MukpoopraHuamel, S. aureus, rpubbl, aHTUOMOTHKM.

BAXHbIE MUKPOOPIAHWU3MbI NMPU UHOEKLIMAX BEPXHUX AbIXATENbHbIX NYTEN Y
NAUUEHTOB C COVID-19
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Ixymamypogos C.T.

Abstract: In Uzbekistan, the causative agents of purulent-inflammatory diseases of the upper respiratory tract of
patients with COVID-19 have been identified. Material and method: In March 2021, 35 patients diagnosed with
COVID-19 infection treated at the Republican Special No. 1 Zangiota Hospital were selected and their throat
swabs were bacteriologically examined. Results: 16 of them were women and 19 were men. Of the 35 patients,
12 had monoinfection and 23 had mixed infection. The highest percentage is found in Candida ssp. and (51.4%)
and S. aureus (45.7%), followed by St. epidermedis 22.8%, Klebsiella pneumonia 20%, Streptococcus spp. Re-
vealed 14.3%, Pseudomonas aeruginosa 15.3%. Conclusion. According to the data obtained, fungal infections
were detected in more than 50% of patients with bacterial infections due to the excessive and indiscriminate use
of antibiotics by many patients. In patients diagnosed with COVID-19, S. aureus led 45.7% of pathogens.

Key words: COVID-19, microorganisms, S. aureus, fungi, antibiotics.
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Introduction

According to the World Health Organization on January 10, 2022, COVID-19 infected more than 307 mil-
lion people in more than 190 countries and regions were infected, of which more than 5.5 million (1.78%) died [6].
About 200,000 people in Uzbekistan have also been infected with COVID-19; More than 1,494 people (0.7%)
died of the disease, and more than 197,000 (98%) people recovered. In particular, more than 1,700 (0.85%) pa-
tients are being treated in hospitals with varying degrees of severity. Cases and symptoms confirmed by COVID-
19 include fever (42%), cough (20%), sore throat (10%), and sputum secretion (14%) [1,2,3,4] , fatigue (16%),
headache (10%), gastrointestinal upset (2%), shortness of breath (8%) and muscle pain (16%) [1.5, 6].

The purpose of the research: To study the specific microbiological characteristics of throat infections
in patients with COVID-19.

Material and method of inspection

In March 2021, 35 patients with COVID-19 infection, who applied to the Bacteriology Laboratory of the
Department of Sanitary and Epidemiological Peace and Public Health of Chilanzar District in Tashkent and
were treated at the Zangiota Special Hospital, were selected and their throat swabs were examined at the
Bacteriology Laboratory of the Department of Sanitary and Epidemiological Peace and Public Health of
Chilanzar District.

Results

The following results were obtained the Bacteriology Laboratory of the Department of Sanitary and Epi-
demiological Peace and Public Health of Chilanzar District during the bacteriological examination of the throat
ointment of 35 patients with COVID-19 infection treated at the Zangiota Special Hospital. 16 of them were
women and 19 men. Of the 35 patients, 12 had monoinfections and 23 had polyinfections. Mushrooms
(51.4%) and S. aureus (45.7%) accounted for the largest percentage. Of the conditionally pathogenic microor-
ganisms Klebsiella pneumonia 20%, fungi 51.4%, S.aureus 45.7%, Streptococcus spp. 14.3%, Pseudomonos
aerogenosa 14.3%, St. epidermedis 22.8% were detected. By having information about the bacterial flora and
determining the susceptibility of pathogens to antibiotics, it is possible to select effective antibiotics in the
treatment of the disease, and at the same time shorten the patient's treatment period and reduce the transition
to chronic forms and complications of the disease. The regional resistance of upper respiratory tract patho-
gens in patients with COVID 19 requires examination of the bacterial microflora on the basis of modern com-
plex bacteriological methods and determination of susceptibility to new generations of antibiotics. In recent
years, resistant strains of microorganisms have emerged against most antibiotics used in medical practice,
especially in the treatment of upper respiratory tract diseases, as in most cases bacteriological tests in these
diseases are almost non-existent and antibiotics treatment with drugs is carried out on the basis of approxi-
mate selection. The antibiotic efficacy of S. aureus detected in the upper respiratory tract of Covid 19 patients
shows that Moxifloxin, Cefazolin, Cefoxytin Cephaperazones are twice as effective as Ampethylline,
Benzylpetslline with a 100% result. Gatifloxacin, Ofloxacin, and Roxithromycin were 77% effective in 31
patients. In Candida ssp., the 100% sensitivity of antifungal drugs to nystatin was determined. Trinazole was
found to be insensitive to 44.6%. When Covid 19 patients were diagnosed with upper respiratory tract
microorganisms, other types of fungi were identified in addition to ssp fungi in candidiasis, and they were also
found to be hypersensitive to Flucanazole, Clotrimazole, Nystatin, or antifungal drugs. The origin of all of the
above fungi is due to the fact that patients do not get complete information about antibiotics and medications
themselves, and doctors do not use antibiotic medications without laboratory bacteriological tests.
Unfortunately, it has been observed that one patient has used 3-4 different groups of antibiotics, which may
have led to the development of bacterial resistance.

Conclusion

According to the data, fungi accounted for 51.4% of all patients due to excessive and erratic use of anti-
biotics without seeing a doctor. One of the main complications of coronavirus in patients diagnosed with
COVID-19 is that it causes secondary bacterial infections. This is evidenced by the fact that patients are twice
as likely to have mixed infections as monoinfections. Therefore, it is advisable to first conduct a bacteriological
examination of each COVID-19 patient, identify strains of the microorganism and, after determining their
susceptibility to antibiotics, to include the appropriate antibiotics in the list of treatment measures individually.
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