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laboratory diagnostics is due, on the one hand, to the peculiarities of the etiology
of the disease, on the other hand, to the lack of conimon approaches to identifyilg
pathogens. In this regard, the urgency of the problem cf a comprehensive
assessment of the severity of a patient's condition with CAP and pre-dicting the
course of the disease in the early stages of hospitalization increasei.

Y{K: 616.34-002-008.1-008.S7:616.34-
008.3 1 4.4 : 61 6.98 : 5 7 8.828.6-053.2

OI{B EI{JIAH 3APAPJIAHTAH EOJIAJIAPAATI4 VTMNP
AHOEKULIOH AI{APEflJIAPAA NTIAK MUKPOBIIOIIEHO3I4HI'THT

Tyfi vu en JI1: H: Ho4 upoe[:*ffiTKyrroBa ryn ruapa Kapum oBHa,
Myu u nona Maxdy6a Teuraenna, MauarMyca eBa (Doruua 

^ruunay"ruraeBHa

Tou,tt<ewm mu6 6utim axed eMuacu
d o c t o r s la p & k tJ g Ksl@rn qi t/:U

Kar ur cfr.na p : o?IB -uu$eKrlr{f, cr4, 6 o natap, Ar4ap e fl , lrr,rxpo6uorrego3.
MyarvrnroHrrnr go.nsap6.nuru. otr4B-rzH6eKrlr4f,ctrAa u.llaK

rnrcpo6uorleHo3r4Aaru ! zr apwrnap 3apapnaHraH BaKr"q au 2l -2g cyrrca frra.rlauoen 5!na 1o]fd.naitilvl qyI{KH I4qaK OI4B peilnrrKarrr4flctrHkrlr noKycJrapr4.uaH
ftp" nuco6naHa4u f7, 9]. Eyn4aH raru(apr4 r{qaK urarpo6uoMura

perpoBr4pycnr4 ,4oprr Bocprrarrapu uurw6up.rroBqr4 Tabcr{p r}pcaragr4, xaM.{a
3KoJrorr{K lyzutlrr'rutap pr,rBoxnaHwnuHr4 ry.raftrupa.uu t5]. OI{B_

Krlr,r.rrcr4Aa ruuxpo6uorleHo3 ry3r{nMacr4 6yzuta4u, Mr4Kp0snopaHranr
i orusrraug a i:rapumnap Ky3 ar r4na$Lr . AHuvr aHA urcn, Or4B- 

"" 6 "*u" 
fl cLr ra

,ylococcus, streptococclts, Lactobacillus, crostridium spp.xa6i Firmicutes
Hr4Hr aft prana B aKrJrnapr4Hr{ r{MMyHOp eryJurrop xycycrrflr napu 6utaf 6npr a
qopnfi EapalKacu xulM TraaaflAkr [10]. Prevotella rypu BaKr4nnaprrHr{Hr

la gapaxacr{ oprarr{ l8l, Bacteroides spp. Mkrwop}r 3ca nacaxgu l4l.
Ml4KpoopraHr43MJrap CD4+ T-4yNafiparapnnvr Treg ra airtarrurnuwu

HPf AH XON.qA AA€IITI{B I4MMYHI4TCTHI4H| TAbMI4HJIAH ]'1{]r,T]u^TA M}D(IIM IP]f{N
. I(oH4a afuruuu6 rcpyBqu Treg HuHr 6oru(a 6amepnar HHryKropnapra -massiliensis, B. thetaiotaomicron, Parabacteroides distasonis 

-Exu 
B.

mis - xyna nacr Mr{KAoprafi AapilKaJrap,qa 6axar o?IB-unSeKrIr4{cr{Hr4Hr
6oc4zunaprrAa aHuKnar'?triu [3]. K]nurrJrr.rK raAxrz(ort nip oI4B 6wta*r

)JIaHfaHnapAa nporeo6axrepra flnap yn]f|rur4ilLr OpTprrrrr4 Ky3arr{naro{ 15, 6,
flano-nagvaran Ba aHrr4perpoRr,rrn)/e ,4ano r(ypcr,rHrl frar-au OLIB 6rnun

?HraH 
6euopnap4a naSa4ar raHAr{rey sa Escherichia; Klebsiefia rypLrra

) ruaprnr4 -rr arof eH snr ep o 6 ax r epv fl napHr4 Hf Mr4r(Aopnap Lr opr adipr, 6 alxu
t( KaBarnap4a Salmonella spp., Yersinia spp. rypkrca MaHcy6 naroreu
,uflnap yar4Lu.n Aapa,KaanHu oprr4rxkr Ky3urunagu fL, 71. Taxpu1axapla in
Escherichia coli BI4II-1 pennlaKallvflcvr oprr4rrrr4Hr{ xyrafiruprauru

t3l.
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TaAr(ul(or MaKcaArr: oI4B 6nnan 3apapnaHraH 6onalap4aru

raHserqrao* Anrapes.Irap2La r4qaK rvrrarpo$n opaaunnnr XoJrarI{Hu fprawutn.
TaAKunor MarepLIaJrIl Ba yc"rry6.napu. "OI'IB rEnSerqraxcu"

6ona;rapAa Vgp CCBHznr 30.04.2018 fi.Aaru Z77-coutwr "OI4p'- nu

6iituprauul.xuft KJILIHHK npoToKoJIHpI aualueTla KI{puTI{Iu XaKH gd'ru
acoevta X}ftunAra. Ta.qKraKor Pecny6rurxa O?lTCra Kaplxll Kyparl M

KoruuAarrr r{xrr4cocJr€lrrrrr4pvnraH roKyMnI4 KacarIJII4IUIap KJIrIHrrKacu, To.

maxap OI4TCra Kapmr Kypalr MapKa3LI, Vg6eKucroH Pecuy6nuracu Cor

ca(Jraru Ba3?rpnr4ru BnpycoJrorr4r urtttufr TeKIIrfipI{ru IlHcrlITyrI4HIrHr

OI{B-ranSeKIII{scI4 6ltruwug4 Torurenr ruaxap 4-con 6onanap rc

KacaJIJIHKnapkI Iilusoxonacu4a lrra3rarr4Ia. TaAt1raKor AaBoMuIa 18

$fnran 846 na$ap 6err,rop 6ona:rap y.rra rypyxra raKcIlMJIarIn6 fprauunw:.
rypyxuu - uu$exql4oH Anapet Ky3arl4tran?6I naSap OI'IB 6nnau

6onarap, 2-rypy4nu Ianserqtlon 4I4apefl. Ky3arl{nMaraH Ol{B
3apapnaHraH 238 naSap 6orralap, 3-rypyfnra OHB 6fnrvrarau

uu$eruluo1 iluapes, aHI{(naHIaIt 247 naSap 6onanap TaIIIKLII ergu. T
6euoplap ruuKotTtl, KJII{HI4K, aHTponoMeTpHK, cepoJlonlK, 6arrepu
prMMyHonorI4K, BI4pyCOnOfI{K Ba I4HCTpyMeHT€LII TeKIIII4pyBnap acocl{Aa

Mrarpo6NoJIorI4K TeKrur4pyB ycyJlnapl4 I,IqaK MI4Kpo6uoIIeHo3?IHI4 lprauu
l,rrax,4opuft darrepuoJlorl4K ycynJlapl4tll !: I4rlura oJIraH.

. TalrquKor Harlr?rcaJlapn. KysaryBl4Ml{3Aarra }rrup Ekrapefl, 6nt:m;u

6olalapga 6 xutt Brrpycnap, Rotovirus, Norovirus, Astroviro$, Adenovi

Citomegalovirws va Herpes virus nap, qyHlIHrAeK 4 wrtt llaroreH

Salmonella spp, Shigella spp, Campilobacter spp., Yersinia spp. aHI{Kn€rIE-

6wnv 6upra IdqaKHI4Hr o6lurar Ba $arynrrarun MI4

Mr4Kpo6r4oJrorlrK rcipcarxraqnapAaru Bifidobacterium spp. (B.bifidum, B.bft
B.adolescentis, B.longum, B.dentium), Lactobacillus spp. (L. acidophilw
casei, L. bulgaricus, L. plantarum, L. salivqrius, L. Reuteri, L.

Bacillus spp. (B.subtilis, B.lichenifurmis, B.pumilus, B. coagulans' B.

Peptococcus spp. (P. asaccharolyticus, P. glycinophilus, P. heliotrinreducerc,
indolicus, P. magnus, P. niger, P. prevotii, P. saccharolyticus), Eubactqi
spp., Escherichia spp. (E. coli lac *, E. coli lac-, E. coli hly+, E.

E.faecium), Peptostreptococcus spp. (species), Enterobacter spp. (8.

E. cloacae, E. gergoviae), Stapltylococctts spp. (St. haemolyticus, St. epidermi
Sr. qureus, Sr. xylosus, Sr. intermedius, Sr. lentus, Sr. simulans,

Streptococcus spp. (pyogenes, pneumoniae, agalactiae, viridans), Proteus :

(vulga.ris, mirahitis), Clostridium spp. (perfringens, dffieu.le), Klehsiella spp-

pneumoniae, K. oxytoca), Citrobacter, Serratia, Babillus cereus,

spp., fzrapl4lrlnap, rIyHI4HrAer :ala6pyrnap Candida spp, (C. slbicans-

zylanoides, C. dubliniensis, C. krusei, C. parapsilosis, C- lypolifi
qlsraryeu vnapv aHlIKn aHAI4.

O6nrarar (4oIarrarafi) $lopa rapru6rara 6utp

rarcro6aqurnutapnr4 3HTepoKoKKJIapHLI, I4qaK
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rrponr4oHr46arrepuxrapnkr, nenrocrperrroKoKKnapHr4 f: vI{nta onaAr4. 1-
ryplD{Aarr4 6ora-uapuunr 6apuacnga (100%), 2-rypy;4aru 6onarapnuur
94,IYouAa na 3-r1py(,Aarra 6o.narapHldHr 8l,7o/oulauqaK rurarpo6uorleHo3r4HuHr
6ysurururapr{ Ky3arr4nru. o6ruarar uuruo0nopaAaH Bacteroides spp., <101a
RXRE /e 6lnu:gtu 1-rypyxga 68,6yo xonarnapAa aHr{KnaHraH 6!rca, yHra
wsc1arau 2-rypyxga Aerpnr4 1,5 6apo6ap, 3-rypyx4arra 6orarapila 3ca Ma3Kyp
rlpcarxraq r4uronaptu 7,7 6apo6ap KaM xoJrJrapaa xairx srurrqr4,l- ea 2-rypw
rlpcarxurlJlapl4 fpracugar{ixoHapner Sapr aHr{(naHMagu, (57,9%oea38,8oA rr,roc
paBvwrila, P<0,05). Bifidobacterium spp. <l}e KdKE/e 6lnurun 1- sa 2-
rypy)qarr4 6olalap, rryHr4HrAeK 2- Ba 3-rypyxgarr4nap rlpcarrraqnappr
iptacuga l{rroHapruI &apn( aHI4KJraHMa,{H, JreKran 1- ea 3-rypylaarra 6olalap
rlpcarxraqnapu lpracuaa Supx Aeflpnn 2 6apo6apHr.r rarTTKr4n sr4r{ (71,2yo;
53,4yo Ba 3'/,2ya xonnapAa Moc panzruga). l- Ba 3- rypyxrarr4napAa
Lactobacillus spp. < I 07 KXKE /z 6lturuw 65 ,5oA ea 47 ,syoxonnapAa aHpr(rraHraH
6fnca, 2 - rypy(Aar prnap Aa xlp carru q 3 4,gyo 6f nraH . Ha: op ar4 aru 6 o rrwrapHr4Hr
E. coli lac+ <10' Xxttf /z 6jrtuutu lpracuga rdruoHapnH fap4 aHHKnaHMaIu
(58,2oh;40,0oAna35,2YoMoc paBr4rrr/(a, P>0,05). I(u€cufi rypyxnap Aarar Bacillus
spp. >Itr RXKE /z xfpcarKnqr.r lpracuqa r4rrroHapnr4 6upns aHr4KnaHMa,qr4

Q6,8Yo; 27,3yo ua 3 1,9Yo Xonnap,Ua Moc paBlrrrrls, P>0,0 5 ).
1-xanna.rr.

HaroparA zru 6o taJra pH u H r urr a K m n rcpo 6 u o rIeH 03 rr ([IMB) xorrar rrAa rrr
r{rrrJrapHrrnr rancn0n.

llqarc oblurar uu

n:238 (Yo n:247 (o/o

f,lv{E aHrlKJrzmran 6ysrarrarura 261 (100 224 (94,1 219 (88,7
teroides spp., <l0lo K4KE /z 138 67.9 103 (38,8

bacterium spp. <l0e RXKE/z 186 (7r,2 127 /53"4 92 (37,2
tobacillus spp.<107 KfiRE /e 177 (65,5 83 (34,9 r18 (47,g

coli lac* <707 KXRE h t52 (58,2 95 gA,0 87 (35,2
79 (3r,9

us sDD. . >IU 87 (33,3 52 (2r"8 35 (14,2
73 (27,9 t4 (9,7

terium spp. > I AIo KOE/a 13 (5,5 29 (rr,
I4qarc Saxy.nrrarrrB murcpo$.uopacr{ Hrr Hr rcVpcarKu qJra

r32 (ss 152 rct.s
cter spp. >70'RXKE iz r55 /59.4 i13 (47,5 98 /39.6

coli lac- >104 KXKE /z r32 (s3.4

62 (26,4 ra6 @2.9
iella spp. >l 123 G7.r 48 (20,1 7s (30.3

ter >103 KXKE /z 26 (r0,9 43 (17.4
152 (59,2 111 (46,6
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st"pnitotoccus spp. .<104 KXltiL t64 (62,8) t27 (53,3) rt4 (46,1

Stqphvlococcus aureus 138 (52,8) 64 (26,9) 8l 32 tl
Streptococcus spp. .<104 K{KE /? t29 (49,4) 76 (31,9) 58 (23,5)

Clostridium.< I 05 KXITE /e 64 (25,9) lg (7,6) 34 (13,8)

Proteus spp. >103 K{RE /z 118 (45,2) 72 (29,8) 49 (r9,8

Serratia spp. .>I0r KOE/z 39 (14,9) 15 (6,3) 21 (8,5)

Propionib acterium sPP. 52 (19,9) 27 (rr,3) 13 (5,2)

Candida spp. . > 104 K$tE /e 178 (68,1) t32 (55,4) t04 (42,11

Peptostreptococcus spp. Ba Peptococcus spp. ru3prnl4 raror.el

rurarpo$nopa rapru6ura Kr4pa1rl^, I4MMyHoAenpeccllflnapAa €ru rlXuuarT
rrrrrKaCTJIaHvITIJLI, XaMAa geIITI{K agopaTnap pIlBOx{naHIIInIl 6uXa:n nauOfr

6ytrrgu. Peptostreptococcus spp. >1d K\KE /inaPeptococcus spp. >1d KfliE
t, l. -rypyxta 2 -ryplnqra nuc6 at au I,5 6apo6 ap, 2 -rypy<aa 3 -rypya r a nuc6 ar.r
Peptostrepto"orrii ,pp. >104 KXKE /i t,S 6apo6ip, Peptococcus spp' >It
rcXXS /; 3ca I,9 Sapolap, uyHI4HrAeK 1-rypp<aa 3-ryplxra uuc6ar,-

Peptostreptococcus spp. >\'ft rcXXS /e 2,3 6apo6ap, Peptococcus spp' >li
rcXftS /e-ecaZ,S 6apo6ap Kyfl XonrrapAa aHl4r{rlaHraHlrrrrv Ky3arHrIAu (33-3tE

21,8o/o; 14,2o/o sa 2;7,gyo; 18,5o/o: g,7yo XonJIapAa Moc paBI4IIrAa, P<0,05)' f,t
3xU4MoJr, Otr{B-ruyc6ar 6euopJlapAa I{HBa3IIB Euapeflnap

A€ulonar 6epa;v. Eubacterium spp. oAaM I'IHrI4tIKa na ftfron nqaKnaps

aco cuft pe3laAeHr rurar<p o $nopacl4 rapxn6ur a KvIp a1kr. l -rypyx4aru 6 euop:

Eubactirium spp. > 1010 KOE/. 6fnuruu 54 nasap 6o''a*a Ky3arl'nraH 6!lca-

rypyx 6onanapu,{a yg1,a nrac6a:ran Ae-rpnra 3,7 6apo6ap, 3-rypyx.{arl4napJa:

1,1 6apo6ap r{rnoHaprll{ KaM XonarnapAa aH?I(naHAra,2' ea 3-rypy4lap }prm

"-o"upnu SapX 4."pn" 2 6apo6apHl4 raIIrKI{n 3rAu (20,7o/o; 5,5oA ea 1l'

xonnapAa Moc paBurrr4&, P<0,05).
Hasopa:r.4ana 6orranapnra IaIIaK rr,rraxpoQlopacuAa IIIapTIIpI

snrepo6arrepl{fl napHI{Hr yqpail r}pcarxu qnapv 6apua rypyxnapzla

6up xran 6lnrannnrl4 aHI{KnaHIvI (68,6%; 55,9oh Ya 6I,50/o Moc pan

f<b,05;. Proteobacteria rurtrura l,raucy6 Enterobacter spp. >103 IC

rrlrrr4HfAeK E. coli lac- >104 K$G/e l-rypy<lana 6erraoplapAa

rlpcarrraqnapAa aHEKnaHraH 6fncaga, 6upox rypyxnap xlpcar

lpracuya r4rnoHapnu sapx Ky3arHnMaSu (59,0Yo; 47,5Yo; 39,6Yo sa 71

6bS%; 53,4yo ro" pu*-Au, P>0,05). Axcuuva, E. coli hly+, Klebsiello

>103 KXRE /a ea Citrobacter >103 RXKE /z 6lnmla rinuuua 1- ea

5o:ra;iap,Ea lo(opa xy*pcariu-.inapAa aHia4iianAia, - 4ra€cufi ry
rfpcarr<raqnapl4 fpracuga I4IIIoHapnu SapX rqaftA srI4JIAI{, flTlau

Sapxnap 1- ea 2-rypyxnap!pracuaa2,4 6apo6apra,2- Ya 3-ryppflap,

"u 
i-typyvrap lpracu4aru 3ca AerpJru I,5 6apoSapra reHr (P<0,05).

I4,aaK rraurpo6uorlego3r{ raprua6ura KupyBqH Firmicutes TrlrrErl

o6rurar, XaMAa Sarcynrrarun anaepoS 6ar<repuxnap KvpaAI4. Fini
rypr4Huuf rapru6ura Bacilli cun$ra KI4paAlI' Ma3Klp cun$ Bacillales 4
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46,1

32,7
23,5
13.8

19,8)
)

(Bacillus aBrroAn, staphyrococcus asnogrE), Lactobaclrales ryprrHrr(Enterococcus aBro4u, Lactobacillus aBJTIAr., Streptococcus aBJroAr4) 5i3 krqvra
9I?{1 Texurzpyesaru 6apua ry{pyx_6enaopnap4i staphyrococcrs *o <rtr
KXKE /e wpaluu 6!ftuua r^ouupr- bupxoup iorxouo*aga (62,g%o; 53,3yo naJJrJ /V DA#,lyo \oilrapfta Moc paBrrrrl.a, ftO,OS;. 1_ Ba 2-rypyq4arwnapna

Y* I:r' ::t':t*q 
u r e us yrp axrz ipr acwsa 1,6 6 ap o6 ap allrarrrKarr 3rAr4 (5 2,g%5:)

4\r

o-

32,7oA xonnap^a Moc paBr4rrrAs, p<0,05), 2- 1zo,si"1 ;;lr.ypil'bio*up
|carKr{qnapr4ra r\trr 6lrgu (p>0,05). Enterococcus spp. ..1'O7'KXKE /z /z)arrr* 6iiauua r<raecrzfi rypy{napAa rrruoHapnrz saprq aHr4KrraHM apu (5g,2yo;

6Yo na 41,3yo Moc paBr4rnrd, p>0,05). rl.ypyr '6on^upr'H'r 
49,4youra

spp. .<l04 RXKE /e alur;ialtvr, ynapra rrwclaran 2-
ta 1,3 6apo6ap (P>0,05), 3-rypyx44ru rrap1a AespnLr 2,I 6apo6ap

apnr{ KaM Xorrrr ap na xairy srkrrrni]/., 2 -rypx 6ul'au 3 -rypyr x}pcarrra .llnapu
r44arn r4rrrouapnn Sapx 1,5 6apo6ap 6!ryw (p<0,05).
Firmicutes rypIIHI4Hr rapru6raru *pyr" clostridia cun@ra Krrr{Hr4K
TAH AXAMLIflTTIN XUCO6TTAUAAU, YNAP I4qAK JIOKZUI IaMMYH TOMEOCTA3LIHI{
HqaK peryJrrrop T-nunaooqurJrapr4nu xasr6 (r'nfaH xonAa ytwn6 rypauu,
idium I (c. perfringens, c. tetanij na clostridium xI (c. difficile) Knacrep

nnapr4 frarofeH xucoonanarv Ba o.4aM.{a roKyrvrna Kacarurr4KJr apHrtparu. MaczuraH, c. difficile nqaK srrrrreJrr{€u rlcurwnw iyzagu,enr.rrenvft

(3

,ot-

paJrapuHu rurar<acrnaftavr Ba lrnSexquxHl4Hr r4HBa3rrB rrraKnnapr4 ra o,,w6t. 1-rypyx 6onalap rlqaK urarpo6uorleHo3r{Aa Clostridium.<lb XXffg n
bonanapra uuclaran 3,4 6apo6ap,3-rypyx 6onanapr a uuclarau r,g
r'rrroHapnw xrn Xonnap.qa aHHu,'aHI,n (25,9%; 7,6yo sa l3,gyoxonnapAa

paBurrilp.a, P<0,05).
flporefi aBJIoAI4HI4HT 3 Ta rypzr Proteus mirabilis, proteus
is sa Proteus penneri oAarvr y.ryn rraroreH xraco6nau auu, orarra 75-90yo
\usnapnu Proteus mirabilis qar\upailH. proteus spp. >103 rcxxs /z l- na

ionanapRa roKopu 
. 
ripcarrfiqnapra aHraKJraHrarr 6i,nci:a, :_ryplo,

y:: !9 y:$apusa (19,8o/o) Ky3Tr4nN4, ynlcuir rypyxnap lpracupa1,5 6apo6apnu rarrTKHJr 3rAr4. 1- aa 3-.ypyr 6onanap.u i protui, spp. >r03

f_w^p"*oLrqilap*lpracugaurrroHapn"oupngtpir2,36apo6aprareHr(P<0,05).
Serratia species (ceppaqun) - Enterobacteriaceae o;l;lracvrra ruancy6
rau$ufi uaprJrr4 - rr aroreg e arcy n u m amu 6 a H a3 p o 6 6 axr epu n 6! nu6, )rHr4H rTapKarrraH ea lprauLrJrraH Typrr serratia marcescens, KaM ytpaia4urarr

11- :1. 
plymuthica, .9. l-iquefaciens, .q rubidaea " sa s' idorifera.e

lu. Serratia spp. .>103 KOE/z aHr4KnaHr{run 1- 3-rypyr 6onaiapgarln rolnapila Ky3arr4nAn (14,9Yo sa g,5yo roooup4o Moc paBanrita,
,0 5), 2 -rypVx 6onanapHr4Hr urnrr4 6,3youga Wp apr.

^,3--::l,yT.oocuna6uoHrnapr4HrrHr 
u"*po6- rypnapr4AaH 6^pu 6!'auionibacterium spp l-rypy64aru 6orr*up""". l9,9youla, 2-(4arHnapHl{Hr 11,3Yowaa. 3-rypp(,AarrrnapHwwr 5,2yonra xafir, srr4JrAH,
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Kn€cuft rypyXJIapHpIHr xlpcarxraqnapu lpracuga urroHapner tbapx aHr4(JraH,ry

(P<405),
KanSrago:nap OI B 6ranan 3apap[ar{rarr[apAaru orrt

uuSerquairap opacuAa eraKqra lpunHra erarnafiAu. LIqarc Candida ryp
aau6pyruapHr{Hr acocuit pe3epByapv x,nco6nauagu. Candida ryp
eanr6ppnap 68,loh 1-rypyr 6oranap H.raK ruunnrlr{ KaBarr4Aa KonoHr.rflJrap

KI4JIIaH, ryrecuft rypyxJrapAa Mr,rKpoMr4rlernapHr4 ) {parr Aapaxacu 55,4y.
42,1o/ouu rarrrKrrJr orAlr. @aKar 1- na 3-rypy,r4arr4napAa Candida spp. >
KXKE /e r$pcarxuqnapr4 lpracuga r4rronapnu $apr 1,6 6aio6apHrr
Iq,rnAr.r aHr4(naHAu (P<0,05 ).

llqaK Drux HuHr rraroren 6arcrep[qJral]HHrrHr Marrga

I4,nrc uurpo6uouu oAaMHr4Hr rcinrraHa Susuonorvr<
r4rrrrlrpoK 3Tar{r{, IrarofeHJrap, xycycaH c€lrrbMoHeJrnalap KoJroHrr

Xl{Mo{cura Kaparr{nraH r4MMyH peaKrlurnapHu 6our4apnlnrun
roMeocra3Hr,rHr ruaKJrJraHr,rurr{ Ba yruna6 Typr4np{rxura oma6
CamMonerres ol{B-uuSeKrILTr Ky3arrrnraH 6erraopnap4a }sura xoc
KJrr.rHr{K xycycr{flTnapra 3ra, yHr4 OI4TC xaMKOp KacarrJr}tKirap
Kr4pr4rr4nfan. Kacallrax Kafirur[aHyBqr4 xapaKrepra 3ra. salmonella
Ivapefl pr{Box{naHran 1- sa 3-rypy4 6onalapnqa 4erpnu 6ap
Kafi4 3rIIJIAI,I, 2-.ypyf 6olanapnuur rcfpcarKrarrJrapv rurc6aran rrrrrouapJru
rlpcarxuqnapur4 KafiA srAr4 (2I,1Yo; 4,6yo va 25,lYo XonnapAa Moc
P<0,05).

Shigella aBrroAr4 AyHe 6!fiuua KeHr rapKanraH rrrr4

(4raseHrepur) acocuia ca6a6'rncu 4uco6nauapu, xlnruua xyAy
IlprapelnapHr{Hr 5-l0You Shigella ra r}rpu KenaAr4. Ynunr 4 ra
ceporpyrrapu MaB)KyA (5. Dysenteria, S. Flexneri, S. Boydii, S. sonnei)-
Jlexneri ea s. sonnei s. boydii rasuc6araH KeHr rapKanraH . fiuapen
1- sa 3- rypyr 6onanapnunr xlnuurvrLrna s.sonnei na s.flexneri (ll, yo

22,7yo xoJrJrapAa Moc paBr4TTr/{a, P>0,05), ruapefl Ky3ar}rJrMaraH
rypiDqarvnap4a {7,5%) 1-r5'pgia uucGararr frenpnw 2,5 Sapalap, 2-
nprc6araH 3 6apo6ap urroHapJrr4 KaM xonnapAa aHrlKnaHAra (p<0,05).

{osupru KyHIa Campylobacteriaceae 3 rypr.r: Ca
Arcohacter, Helicob acter. Byrynru KyHAa C. j ej uni na C. coli a\awwrra erq
xonnapAa C. laridis, C. fetus, C. upsaliensis, C. hyointestinalis, C. sputorum, C
mucosalis ra 6oruKurap. Tarxn4ra6 frraru KepaKKr{, raunralo6aKrep}rn
rypyxAaru rraroreH 4feraryn.rkrnapr4ra Kr4peli4. Cjejuni, C.coli 1- Ba
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&rap e flIru 6olal ap aq\nga 2 - rypyr 6 o tanapura nu c 6 araH r{rrro H apnu rc}npo4
xoJlnapAa Ky3arI4JIAn (6,10/o; 3,8yo na 5,2%o xonnapAa Moc paBrr urr&,p<0,05).

Yersinia aBnoAlI Enterobacteriaceae o^iurru rvrancy6 rpanauansufi
saxynrrarun aHa^epo6 MkrKpoopraHr{3MnapHa'r Karra rypyxr4Hr{ }e r4,"ura
oJIaAr4. vnapunHr 16 raryper opacwa yersiniaaBno,{r{ varucylsaqar 3 rarypuoAaM y'{yH rrarofe' }nar rq}:rarye.rracr,r y. pestis, .rr."40ry6epxynes
xf:raryn'lucu Y. pseudotuberculosis 

"u ""uo 
r4epcr{Hr4o3r{Huur K}:rarynv ucw y.

Enterocolitica wrcolnamagw. y.enterocoritica rqrecrar rypyxnap4a 5!fiu4 arn,.rairnr'rKrra'Au; l-rypyxgar*rrap*Hur - 7 nasapr4te (2,7%),- )-rypyxa).#upHr{Hr _
4 uasapraaa (l,7Yo) na 3-rypyxAaru 6onanapn"".'- arvrr. 2 na$apuga (0,g%)Efin 3rlanr'' (uec1ft ryp)D{napAaru r}pcarrraqnap lpracwga r4rrroHapn'l
i*Rrttup aHr{KnaHAu (p<0,05 j

XYJIOCAJIAF
1' vrxup Ar4apefl Ky3arr4nraH oI4B 6utu'" 3apapnaHra' 6orarapuuur6ap'racn ErIaK uraxpo6uorleHo3l{Hlaur }:rapraunap Ky3arrrJraAr,r. tr{.rarnranr

t'** urarcpo6nopac'Hr4Hr Bacterlidei ,pp., Bffidobacterium spp.,
Lactobacillus spp sa E. coli lac+ ra6ra r<fpcarnurnup"au". .ryKyp lsrapuurnap
aHr{KnaHa,uE.

- 2' I(g€cr'rft rypla(rtapgr/rHr AetpJIr{ 6ap.racra4a ruaprJrr4-rraroren, afrnuKca E.coli lac-, Enterobacter spp., Enterococcus spp., staphylococcus spp
enrepo6axrepr4snap rcrtopkt rlpcarruqrapAa xafit orr4nAlr (p>0,05). oI4B-
1Yc6ar lrxup rnapennu 6onanap,ua E. coli hly+(64,7%), Staph)lococcus qureus
(52,8yo), streptococcus spp. (4g,4yo), Klebsieila spp. (47,1;/oj 

"u 
proteus spp.(45,2%i) aHuKnaHr4rrrr4 ynapila oxrr4Mon r{HBa3r{B Auapesnap

pmoxnaHraHnHruA€lrl Aitrlon ar 6 epagw. OI4B -vryc 6 ar guap e flrrv 6 o wap fa$,lyo xorrnapAa candida spp. .>]ff K{I(E /z rurrr*"n 3rnu.
3. Ilatoren 6artepnxlapHl4Hr (salmonella, Shigella, Cambilobecter,

Yersinia) ryaEcuft ryp)4ilapAa aHLrKnaHurrrr4 lpracuna lrruoHapm{ $apSnaprnr'r$rarrAr.r (P<0,05). oLlB-uyc6ar donanap,{aru irxerp ""6.*q"o,aap4a IoKOpr4 aHnr{naHran Auc6uornK }srapurunap ynapHu AaBorrarnfa r{qaK nampo6uoueHo3r4Hr.r rr4KroBqr4 ropn Bocprranapwuu rar6w\
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PE3IOME
c o c T o-tilHI,IE MI{KP OEI4 OIIEHO3A KId IIETIHIIKA y BIIrts

r,rHoI{qI4poBAIIHbIX AETEIZ C OCTPbIMI4
mH oEKLIT{OHHbIMr4 AI4APEflMT{

Tyft uraen Jlasu g Hograponu.r, Xy.uafi rcy"nona fy"uurapa Kapxt
Myrvr r.r nona Max6y6a Teruaenna, MauarMycaeBa @oru u a IIIafi 4yr;

Tau.tt<eumcrcan ae duuuH cKan arcad euuncu
d, o c t o r qfp, flk tS 

" 
rer B:fa, @mg lf X

K"rr ro.re e rr e cJr o Ba : BLM-nn Q eKrIHf , Aerr,r, A:aap e s, uuxpo6lrorleHo3.y Bcex BI4LI-uuSHrIr4poBaHHbrx 4erefi c ocrpbrMr4 ,rH
Ald8,peflln'alt OTMer{€LlOCb I43MeHeHI4e UUrpO6UOrIeHO3a KI{[IerIHI,Ir<a. B
cHIriKeHpIe noKan areJlefi o 6nurarnoft lvruxno $noprr Kr4ureqHr4 xa, xat< B a c
spp., Bifidobacterium spp., Lqctobacillus spp u E. coli laci.llo.rru Bo
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cpaBHI{BaeMhIX rp"vn[ax orMerl€urcfl BbIcoKI4e pocr noxasatenefi ycnoBgo-
traroreHHofr Snopu, oco6euno E. coli lac-, Enterobacter spp., Enterococcus
spp., Staphylococcus spp (P>0,05). y Blrq-uogr{rr4Bnbrx Aereft c ocrpbrMr4
Juapeflr/.r4 noxereHne E^ coli hly+(64,7oA), Staphylococcus oureus (sL,gyo),
Streptococcus spp. (49,4oA), Rlebsiella spp. (47,ro/o) ya proteus spp. (45,2%)
\Ioxer cBH.qerenbcrBoBarb o pa3BHTIre r4HBa3r4BHbrx gwapeit. y BI4q-
xnftuuHpoBaHHbrx Aerefi c ocrpbrMr ruapeflMlr B 68,lyo CjrlriraeB BburBjreHa
Candida spp. > 104 KOE ie. llpu B6rflBrreHr4r4 rraroreHHbrx 6arrepnft
lSalmonella, Shigella, Cambilobacter, Yersinia), B cpaBHnBaeMhrx rpynrax,
orN{eqarl4cb locroBepHhle p a3nuql1I/. (P<0, 05 ). BrrserenH rre gucluorraqec1qx
r3MeHeHI4e y Bl'III-uH$I4I{HpoBaHHrrx 4erefi c ocrpbrMr4 rzn$erqzoHHbrMr4
.lHape-sMLI rpe6yer 4alrneruefr KoppeKrlr4r4 JreqeHr4r c i4crroJrb3oBaHr,reM
-reKap crBeHHbIX ilp eilaparoB, ynf{ma}oqrax naur<po 6zorl eHo3 KaruerrHriKa.

SUMMARY
STATE OF INTESTINAL MICROBIOCENOSIS IN HIV.INFECTED

CHTLDREN WITH ACUTE INFECTIOUS DIARRIIEA
Tuichiev Laziz lrlad irovich, Hud aykulova Gu lnara Ka rimova,

Muminova Mahbuba Teshaevna, Mamatmusayeva Fatima
Shaidullayevna

Tas hkent Medic al Academy
d o c t o r gle a kle. tpgt z.s,@ ry #iW W

Key words: HIV infection, children, diarrhea, microbiocenosis.
All Hlv-infected children with acute infectious diarrhea showed a change in

the intestinal microbiocenosis. A decrease in obligate intestinal microflora, iuch
as Bacteroides spp., Bifidobacterium spp., Lactobacillus spp and E. coli lac*, was
revealed. Almost in all compared groups, there was a high increase in the
indicators of opporfunistic flora, especially E. coli lac-, Enterobacter spp.,
Enterococcus spp., Staphylococcus spp (P>0.05). In HlV-positive children with
acute diarrhea, the appearance of E. coli hly + (64.7%), Staphylococcus aureus
t52.8yo), Streptococcus spp. (49.4%), Klebsiella spp. (47.rya) va proteus spp.
115.2%) may indicate the development of invasive dianhea. In HlV-inrucieO
children with acute diarrhea, Candida spp. was detected in 68.10lo of cases. . >104
CFU/g When pathogenic bacteria (Salmonella, Shigella, Cambilob acter,
Yersinia) were detected in the compared groups, there were significant
difflerences (P<0.05). Identified dysbiotic changes in HlV-infected children with
acute infeetious diarrhea require further correetion of treatment using drues that
improve intestinal microbiocenosis.
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