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In the process of acute inflammation, hepatocytes under the influence of
stimulation by cytokines synthesize proteins that stimulate specific and
mspecific inflammation and phagocytosis, neutralize lipid peroxidation and
¢ other biological effects. In children with pneumococcal pneumonia,
specially with a complicated course of the disease, there is a significant increase
the concentration of proteins of the acute phase of inflammation.
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| Myammonnnr goazapoéanru. S. boulardii mmar CNCM 1-745 wmammu
va anap Ba Oonamapra amapesutapuu, tryHuHraek Clostridium difficile ( C.

cile) acconupraHTaH, aHTHOMOTMK KalOyn KWIMII BaKTUAard Xamja
WOHOTHK KaOyJl KWITaHaH CYHT maiino Oynaauran nuapesiapia JaBoJiall Ba
MOHIAKTAKA ~ Makcaguaa  TaBCHs  OTWIaAu.  YdTa  MCTUKOOIUH,
ESoMM3AlMUTaHTaH, — IUlane0o-Ha3opaT  OCTHAA — YTKA3WIraH — KIMHHUK
mxotiap S. boulardii CNCM 1-745 HuHT KarTanmapaard aHTHOMOTUKIIAp
$aae OOFJIMK JWApESHUHT OJIMHU OJIMIIIA caMapaJopiuruHu Kypcarmu [1-—
© bonamapna omu6 OopwiraH WKKWATa TAOKUKOT HaTkamapura kKypa S.
ardii CNCM 1745 1wravvu  anTuOMOTHK  OwWslaH  OOFJIMK — AWapes/ia
UIAKTHK [4-7] Ba mmmdodaxin Tabcupra 3ra SKaHIUTHHA KypeaTay. SKuHIa
STWiAraH wMera-Taxymi [8] 21 Ta paHgoMH3alUsAJIaHTaH TaAKUKOT
IYMOTITapuHy, Iy kymiaamad 4780 wHadap anTHOMOTHKIAD OUIaH
MIaHTaH KaTTanap Ba OONaJapHUHT TaX I HATOKATAPU XaM TaX T KAJIIH.
Ymby tankuxoTr Hatmxkamapu 2005 #wnga YTkaswirad OMpWHYH MeTa-
11 HaTwxamapuHu Ttacaukiaiam [9] Ba S. boulardii CNCM 1-745 HuHT
OHOTHK TYpUJaH KaTh Hazap, Oonanap Ba Kartajaparu caMmapaiopiauruHu
;aTajiy. y

S. boulardii CNCM 1-745 miraMMuHY XOpHi STUIIIAH ce3uIapiau ¢oiina
va PEATYBYY TaIKUKOTIIapHY KYpUO YMKanuran 0yicak, aHTHOMOTHK TEPAIHACH
a2 ayuTKy 3aMOypyFiapd OWJIaH 3pTa JaBojiall aHTHOWMOTHUK OuiaH
mosam gasomuna S. boulardii CNCM 1-745 mTaMMuHE TaBCHs 3THINIA
M ommi OYmmb » xypuHanu. bup Heura KIMHUK TaakukoTiap S
ardii CNCM 1-745 nunr xaiitananysuu C. difficile konutuaa Ba nuapesna
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camapanopiy OSKaHwIMruHu Kypcaraym [10-12]. Bupycmn, Oakrepuan €xkm
napasurap UHOeKius cabab OYiuimm MyMKHH GYITaH TacTpOSHTEpHT Ouiias
orpuran 6emopiapaa S. boulardii CNCM 1-745 uu Gaxonam 6yitnda 6up HeaTa
TaAKUKOTIap Maxy[. 2012 #mnna 11 Ta paHgoMu3anysiaHraH Ha3opaT OCTHAA
YTKa3unran TaJAKUKOTHUHT MeTa-TaXJIi = [IyHH KYpCaTIuKH.
S.boulardii ypranunran Gapya Mamiakatiapa Iuapest Ba TaCTPOIHTEPUT YUVE
KacaixoHara ETKU3MII JaBOMUMHIMIMHHN KucKapTupras [13-18]. Mccux uxmvm
MamJlaKarjapra, alHuKca TPOIMK €K CyOTpONMK MUHTaKalapra caéxar Kujras
caiiéxnapaa auapes xaB(u rokopu Typagm. 80-85% xomtapma muapes maTores
Oakrepusutapian (Escherichia coli ( E.coli) Xamza >HTeponaroreHaapaas
(Campylobacter jejuni, Shigella , Salmonella , Yersinia enterocolitica ) Kennd
ynkany. Bupycnap (Norwalk mmm Rotavirus (RV)) Ba mapasutiap (Entamoeba
histolytica (E. histolytica), Giardia lamblia , Cyclospora, Cryptosporidium)
auapes KysraTyB4Mcu cuarhia KaMpok Kysarwiamd. Kyn xomrapma nuapes
cababuHu aHWKNAm MYyMKMH sMac. S. boulardii CNCM 1-745 HUHr MKKWT2
paHIOMM3aLMAIaHTaH Ha30paT OCTHIA CHHOBJIApPH TYpPJIX Jo3ajiapia TYpTia
JaBOJIall TypyXy OuiaH YTKa3UIIH.

Kollaritsch Ba ymmHr XamkacOmapum [19] 1231 Hadap aBcTpusImHE
CaéxaTuunapHy 2 rypyxra pasgomusanusinab, S. boulardii CNCM 1-745 au nkxs
xun gosana (kynura 250 Ba 500 mr) éku mianebonun 3 XadTa JaBOMHUA TABCHS
9THO, HaTHKalapUHH TaXJIHI KWK, Yoy naBosami cabapias 5 KyH oJins
Oomuradral Ba OyTYH caéxaT TaBOMUIa JaBoM d>Trupuirad. Ilnane6o rypyxuaa
ouapes OwimaH Kacawtanum 43% HH Tamkuil dTrad Oynca, 250 mr S
boulardii CNCM 1-745 onran caéxaramiaap yayH 34% Ba 3HT IOKODH [[O3aHE
onradnap yuyH 32% HE Tamkwi 3TaM. Hoxys Tabcupiapy Ky3aThiIMaras
[19]. Kommapuu Ba Gomkamap [20] 3000 Hadap aBCTpUsIUK caféX HINTHPOE
STraH UKKWHYY Tagkukotuna caéxarumnap S. boulardii CNCM 1-745 (xynura
250 mr €éxu 1 r)am 8xm nnanebonm Kalynm kmymmrad. JlaBonamr caéxarra
KeTHUIIJad 5 KyH oianH Oonutanrad Ba OYTyH caéXar HaBOMH[A [[aBOM
srrupuirad (Yprada 3 xadrta). Ilnanebo xabyn Kunran OeMopniapia nuapes
KYIIPOK Ky3aTmirad (mact go3zaga 34% ra aucbaran 39% Ba rokopu no3ana 29%.
P<0,05).

Onammnap Ba cHMUKOHJIapAa YTKa3uiTaH OMp HeuTa TagKUKOTJIap MIyHE
Kypcaraguky, S. boulardii CNCM 1-745 cornmoM opaMJapHUHT WYak
MUKpOOHOTHTa Tabcup KypcatMaiimm, amMmo 0ab3M KacaUUKIAp WIak
IMCOAKTEPHO3UTa TabCHUP KWJIaAu. AMOKCHIIMILIAH OMJIaH JaBoJIall YTKA3W/ITas
CHYKOH MoOJeInaa aHTHOMOoTHK Omiman pmasostamn  Enterobacteriaceae sa
Bacteroides nonynsumscuan kynaditupau Xammpa Clostridium coccoides Ba
Eubacterium rectal v xamaittupras. S. boulardii CNCM 1-745 6unan nasosnam
aHTUOMOTHK OWJIaH JaBoiaml HMalTHa HYak MHUKPOOMOTACHUIAry Y3rapHiiiapra
TabCHUp KWJIMaI{, aMMO HOpMaJl X0JIaTTra KalTHIIHY Te3NAlITUPAH, YOy Xonar
Oy cuukonnapna 10 KyHnaH kefinH conup OyJraH, JaBojlaHMaraH CHYKOHJIapaa
3ca M4aK MUKPOOMOTUHUHT MebEpnalmumy 22 KyHra TeHr 6ynran [21-25].
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Swidsinski et al [26] HamyHa oymin #ynm OwiaH TYIDIAaHTaH HaXac
HaMyHanapuHu in situ rubpuamsammsicura (FISH) acocmanran, MHHOBAIHOH
TexHWKaHW WIUiab uuKmM, Oy IMIWUIAKIA, MEKpoOJap 3aX@pa 30HACH Ba
Mapka3uil  epMeHTaIMs 30HACHUNArW MUKPOOMOTHHM MUKIOpHM Gaxoiaml
- MMKOHHMHH Oepamm. YmOy ycyn S. boulardii CNCM 1-745 6unan naBonadHras
' 8KM JaBOJlaHMaraH HAMOIATHK CypyHKalM auapes OWaH OFpPUTaH COFIIOM
- cyOrekmiiap Ba OeMopiapda OaxTepHan NONYANMATAPHN COMUINTHPHIN Ba
JOKaNu3alysa KW yayH Hiuatwirad. CorsioM OIaMIIapHUHT HaKaciapu
ToMoreH (uyopecHeHIuAra sra 5-60 MKM HOIUUIMK KaBaTH, ydTa yMYyMui
SakTepual TYPYXHUHI IOKOpH KOHIeHTpauusicu (Bacteroides , Roseburia Ba
Faecalibacterium prausnitzii) Ba KaMAaH-KaM ydpalimuran GakTepua
TYDYXJIapHUHT TIacT KOHIEHTpauuscu Ownad TaBcudianagu. [uapes Owian
puraH Oemoprapaa Myauadiap XUMOs IIWIUINK KaBaTUHUHT KaJIHHIIAIINIIIH,
WBUUIMK =~ KaBaTHUHI  HaXacra  KYIIWIMIOY,  ofauil  Gakrepusiap
ROHLEHTPAIMSICHHUHT Macaiivimy, ruOpuanzaius CHTHAMIAH MaxpyM OyiraH
EOHIApHUHT Naiino O6Ynumm 6ruan MeTaboIM3MHUHT TTacaliuIy Ba Tacoauduii
SakTepusulapary  TabakamaHWIl  XaMAa KymafimnmEM - Kysarmanap. S
Soulardii CNCM 1-745 GuiaH aBojall COFJIOM ONAMJIADHHHT MHKPOOMOTHUIa
aBCUp KWIMalau, aMMO aduTKH 3amMOypyFiiapu OWiaH [aBoJallfaH KeiuH
AMapesHNHI  MUKpPOOHMONOTMK Ba KIMHHK O€NTuiapu  Kaftapuiiaiu.
S boulardii CNCM 1-745 mnuimuK KaBaTUHUHT KTMHIUTHHE MTacaiiTHpagy Ba
KWTa KEeHT TapKairaH OakTepusuilap TYpPYXUHHHT KOHIEHTPALUSCHHI
mmpany: Bacteroides Ba Roseburia. Auntky 3aMOypyFiiapu OHIIaH JaBOJIALL
-BakTH Ominan Akkermansia muciniphila 6axTepusTapHHUHT KaMalHIINTa

Swidsinski et al [27] map ToMOHUIaH SKMHIA YTKa3WJITaH TaIKUKOTIA
iy yeya (rpanyrsiiust Ba FISH) épnamuna S. boulardii CNCM 1-745 vuar
uH(eKnusIcH Oynran OeMopnapaa aHTUOMOTHMKIAp OWNaH IaBOJAIIaH
¥elipH vyak QuiopacWHU THKJAINNAa TAabCUPUHU YpraHum® uwkawnap. Yoy
KoTga OeMOpiapHUHT OMp TypyXd METPOHMIA30J Ba IUMPOQIIOKCAITH
i71aH, WKKAHYN TYpyX aHTHOMOTHMKIap OWiaH HaBojialll TalTHHa avduTKA
MOypyFiapy OuWiaH, YIMHYH TYpyX 3ca aHTHOMOTHK TepamuschuiaH CYHT
KM 3aMOypyrriapy OwjiaH HaBOJaHTaH. AHTHOMOTHKJIap OWiaH maBoarl
cocaH (epMeHTAIUs 30HACHAA JKOWIAIraH AOMHHAHT TYpyX OakTepusiapu
Clostridium cocoides , Eubacterium rectum , Faecalibacterium prausnitzii Ba
, arap) COHHHH CE3WIapiin Japaxaaa KaMalTupau. AHTUOHMOTHKIIAp OWaH
asojjait  madtuna S, Boulardii CNCM  1-745 wwm kabyn kwimm Oy
ONVISIUSIApHA  KYyMalTHpAM Ba aHTHOMOTHKIAH KeWMHTH Tepamus Oy
BONYJSILMSTIADHUHT HOpMall Xojarra KalTuimra UMKoH Oepau. Hakacnarm
Saxrepusitapan  Oaktepman 16S PHK xerma-kernmurn OwiaH aHUKIam S.
Soulardii CNCM 1-745 mTamMM COFJIOM OJaMJIAPHUHT MHUKPOOMOTH TapKUOWHU
SSTapTHPMACTUTHHE  °TacIMK/Iand. AMOKCHIMIUIMH — OuNaH  J[aBONaHTaH
SeMopnapia  Hakac — MHKpoObwormaa — Ralstonia BMUHT  Kamaliummm  Ba
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Parabacteroides xamna Escherichia / ShigellaauHr Kynaninw Ky3aTHIIAL
boulardii CNCM 1-745 pa auTrOMOTHK OMJIaH JaBOJAHIAH IypyxIa MUKpO!
TapKUOUIArY Y3rapUIIap Ce3HIapiy Japakana sangramyiy. Yoy HaTmx
S. boulardii CNCM 1-745 pan aHTHOMOTHK Teparuscy IaiTu/Ia Ba YHIaH K¢
dholimanasmin onTUMai OYIHNIIMHA Kypcaranu. More Ba Swidsinski [27] gx;
S. boulardii CNCM 1-745 HUHT MIAWUIHK Ouias GOFTaHTaH Ba MIMIAMIIKK 0
GOFIHK GyIMaral WHaKk MUKpoOHOTHra Tabcupy Oyiinda Gapda KIMHNKA
6¥iran Ba KIMHIK MabIyMOTIApHHU XamJIarat MapXHy Hallp STIH.
TaaKuKOT MaKcaiu: YTkup fokymmu auapesiu OVIB 6unan 3apapia
Gonmamapma  Sachoromyces — bouiladimwHT  WHMaKHWHT  (aKyJeT
MUKPOGHOILEHO3] XOJIaTHIa TAbCUPH CaMapaTopIIMIHHi Oaxomaml

TagkHKOT MaTepuaju Ba ycyjaapu. Taakukor Pecniyonmuka O
KapII{ Kypall MapKasy KOLIMIark MXTACOCHAIITHPUIIraH IOKYMIIH Kacallid
xamanKacy, TomkeHt iaxap OWTCra xapimy Kypaill MapKasdy, V36ekn
PecriyOnmkacu Cornuksn caxJIarl Ba3UPIIUTH DIUAEMHUAOI
MHKPOOHOIIOTHS, FOKYMIM KacallMKiap Komuaard Bupyconorus ul
TeKIIMPHUII MHCTUTYTHHUHT Gonmamap OVIB-undexumsicn Oyimmuia, Tom
mraxap 4-con Gonanap FOKYMIM Kacallukiapu MH(pOXOoHACHNa YTKask
“OUB muQexuusich” TalIxucy Oonajaprua V3P CCBuuar 30.04.2018 i
277-connu “OUB uHbeknusacy 6yirya MAUIAN KITAHUK IIPOTOKOJIHA aMallk
KUPUTHII XaKuga Th OyHpyFH acocuia Kyiunan. TagkuKoT AaBOMUT
émraua Oyyran 470 Hadap Gemop Oomamap WKKHTa IypyXra TaKCHMII
ypragmnan: 1-rypyxHu — MHQEKIHOH muapes KysaTWiraH 223 Hadap (
nHbexupacuauar 11 Ba III knuAEK 6ocKku4Iapua 6yiarax donanap, 2-rypys
OMB-uH(pexuscH aHnKIaHMarad $paxaT WHQEKIHOH [uapest aHNK/IaHIaE
Hadap Gomamap Tamkui 5TAM. Sachoromyces bouiladi 1-3 &urna 1 maket;
Maxan, 3 émmad 18 émraua 2 makaeTHaH 2 Maxal WYMIira 7 KyH IaBo!
TaBcus HTWIOW. Tamxpc OeMopiap INUKOATH, KIUHHUK, aHTPOIIOME’
CepoJIOTUK, OAKTEPHONOTHK, MMMYHOJIOTUK, BHUPYCOJOTHK Ba HMHCTPYME
TeKIMpyBIap acocuaa Kyimmam. MUKpOOHOJIOTHK TEKIIMPYB yCyJUIapH
MHKPOOMOIEHO3UHY YPraHUITHAHT MUKIOPHUA OaKTepHOJIOTHK yCyIapHE
WUNTa OJIraH.

TagkaKoT HATHXKAJApH Ba YJapHHHT MyXokamacH. [uak
daKkyIbTaTHB MUKPODIOPACHHUHT XONATHHH YTKasWiraH OHOKOPPEKIH
KedtuH GaxoNall IIyHH KYpcaTauku, 1- Ba 2-rypyxzarm Oemop Gonasap
MMKPOOHOIIEHO3U/IA IapTIX HaTOreH MUKPOOpraHu3Miap AaBoJjallgaH o
mespmi Gup XWIl KypcaTKudiapia aHuKIaHau, 6upox 1-rypyxnaru 6emops
TaBOJAIIIAH KeWHH YIapHWHT aHuKJIaHumm 2,3 Oapobapra, 2-TypyXJaph
6apobapra kamaiinu (63,2%; 27,8% Ba 61,5%; 11,3% moc paBuiza, P
Enterobacter spp. >10° KXKb/2 naporaiurada 0eMOpIapHHAHT JespiH SPMH;
TYpyXIOarvjiapHUHT yuaaH OMpHa aHMKJIaHraH Oyiica, JaBoJamiiaH Keill
rypyxnapuga 2,1 6apoGapra, 2-rypyxgarmiapaa 3,9 Gapobapra HIIOE
kamaiinn (52,9%; 25,1% Ba 39,7%; 10,1% moc pasuiiga, P<0,05). [laBonal
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owH |-rypyxmaru Oonamaprunr 70%mma, 2-rypyxparunapauar 53,4%mna
wli lac- >10* KXKbB/> Ky3aTwiran Oyica, maBojaniiad keimn 2,3 Ba 4,6
Mbapra Moc paBHIIIa MIIOHApIH Kamaiian (30,9% Ba 11,7% Moc pasuIIza,
W.05). E. coli hly+ aHUKJIaHWIIN TaBoaniian OJIIVH Ba [JaBOJIANINAH KeHUHTH
“aTKnY ypracupard ¢papk mmonapiu 1-rypyxmarumapzaa 2,6 Oapobapuu Ba
~ Oapobapum Tamkmn stam (P<0,05). Hasoparmmmsmaru l-rypyxnapna
“iatiiaH onjuH Ba KeWun Klebsiella spp. >10° KXKB/z 1,9 6apobapra,
Wwbacter >10° KXKb/z 2,3 6apobapra, 2-rypyxparuiapaa  MasKyp
seeatkaunap 4,1 Ba 5,4 6apobapra Moc paBuIIIa HITOHAPIH TEHT Oymam.
HuakuvHr natoren Mukpobopacy TakpuGumaru Enterococcus spp.<107
W&B/2 Ba Staphylococcus spp.<10? KXKB/z nasonamnas OJIIVH HWKKaJia
ATADHVHT NIeApIM SPMUAA Kawpg sTwirad Oynca; masonmaimiian Kewvn 1-
spyxna ymoOy xypcarkuwiap 1,8 Gapobap, 2-rypyxna sca 4,6 Gapobap xam
a1apaa Kysatunau (P<0,05). Jlasonamnan onaue 1-rypyxmara 6onanapHHHET
5.7%wna, 2-rypyxnaruiaapaasar 32,8%wuna Staphylococcus aureus aHAKIAHTAH
ca, aBojlalllflaH KeHWMH YHHHI aHMKJIaHMmM 1-rypyxna 2,2 GapoGapra, 2-
Spyxna 4,3 6apobapra mmoHapim Kamaiion. Streptococcus spp.<10* KXKE /e
SEIaHALON OYiinda naBonmammgad oiguH Ba KeiHHTH KypcaTku4iiap ypracuna
K -rypyxna 2,3 6apobapnu, 2-Typyxna oca 4,7 6apobapHy TalIKul STOH.

l-rypyxmarn Gonanapma nasonmainnas keitun Clostridium<10° KXKb/z
Sy 1,7 6apobapra, Proteus spp.>10° KXKb/2, Serratia spp.>10° KXKF/> Ba
wpionibacterium spp.Oymamm 2,6 Gapobapra kamalmu. 2-TypyXaard
lanapia oca gaBonamgaH keitwn Clostridium.<10° KXKbB/2 Ba Proteus
w0 >10° KXKbB/2 xabu xypcarkuuwiap 3,5 6apodap, Serratia spp.>10° KXKB/>
dapobap Ba Propionibacterium spp.4,8 GapoGap kaMm XoJulapaa UIIOHAPIA
vamn. Candida spp.>10* KXKF /z yTkasunran 6HOKOppeKIMsIaH KeinH 1-
Spyxaaru 6onanapza 2 6apobapra, 2- rypyxnaru Gosanapaa sca 4,0 6apodapra
oHapM kamanam (P<0,05).

Sachoromyces bouiladi Owunan naBomaH KeWWH WYaKHHUHT MaTOreH

Eporiopacuia WKKajla Typyxa WINIOHApM Y3rapumuiap Kaig sTuigm
onella enteritidis Ba S.sonnei, S.flexneri aHUKJIaHUIIN JaBOJNAIIAH KelHH
vpyxna 2,2 Gapobapra, 2-rypyxaa 4,3 Gapobapra aHWKJIAHWIIA WIIOHAPIH
avaiinm (13,0%; 5,8% Ba 22,7%; 5,3% Moc pasuiuga, P<0,05).
Cjejuni, C.coli aHuKiIanuimm OViivva maBoJalllgad ONOWH Ba KEMHHIH
Spcatkuwiap Ypracupa ¢apk l-rypyxma 1,7 OGapobapum, 2-rypyxma 4,7
DO0apHM TalIKUNl 3Tran Oyinca, Y.enterocolitica anuknanummm Gyiinda
B0JTalIIaH OJIIMH Ba KEHMHIW KypcaTkuwiap Ypracuia ¢apk 3ca HKKaua
wpyxaa xaM 2,0 6apobapra TeHT OY1IH. '
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2~ 1. Enterobacter spp.>10° KXKb/2 masonamrada GeMOPIAPHMHT JIEApIH
1- ApPMHZA, 2-TYpyXJarujgapHHHT Y4dJaH OWpHIa aHMKJIAHTaH OYica,
- JaBonalijiaH Keind 1-rypyxinapuna 2,1 6apobGapra, 2-rypyxaarunapaa
aH

3,9 6apobapra umonapim xamaitau (P<0,05).
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2. Jlapomaiigan onauH  l-rypyxmarm  OonamapHuHr  70%mma,  2-
rypyxnarwiapHuar 53,4%muna E.coli lac->10* KXKB /r xysartwiras
Oyinca, naBonmamgaH kehwmH 2,3 Ba 4,6 Oapobapra Moc paBHIIia
unoHapiau kamaiiau (P<0,05).

3. Sachoromyces bouiladi Ounan naBomaH KeWWH WYAKHWHT TIATOTeH
MuKpodopacua MKKana rypyxna gespmu 3,0 GapoGapra wmmonapns
y3rapuiap Kaia STUIIIH.
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PE3IOME
MSTHUE SACHOROMYCES BOUILADI HA ®AKYJIBTATUBHYIO
MHUKPO®JIOPY KMIIEYHUKA ¥ BUU-UHOHUIIUPOBAHHBIX
JETEM C OCTPBIMHA UHOEKIIMOHHBIMMA JTUAPESIMU.
MymunoBa Max0y6a Temaesna, Mamarmycaesa @ornma Illaiinyanaesna
Tawxenmckas MeOUYUHCKAask akademuscu
mkomfo@mail.ru

Kimoyesnie ciaoa: BHY-undexums, netd, octpas HHOEKIUOHHAS
apest, (haKynbTaTUBHAs, IATOTeHHAs MUKpOQIIopa KuineuHnka, Sachoromyces
puiladi.

Hean nccnegopannsi: OueHUTs 3G PeKTHBHOCTH Mpenapara Sachoromyces
wiladi Ha cocTosgHMS MHKPOOMONEHO3 KuIleuHuka y BUY-nHQUIIPOBAHHBIX
SISl OCTphIMM  MHQEKUMOHHBIMH JauapesMu. Matepuaj ¥ MeTOHbI
teqoBanus. B xone nccinenoBanus 470 mamueHTOB B Bo3pacte 10 18 mer
T pasfielieHBl Ha IBe Ipymmsl: 1-s rpymma - 223 pebenka Bo 11 m III
eckux craausx BUY-undexnny ¢ nHEKIHOHHOIM quapeeit, 2-1 Tpyrina -
=7 nereii 6es BUY-mHbekmum # TONBKO ¢ WH(EKINOHHON auapeei.
SYALTATEI  MCCIEIOBAHMS M HX obcy:kaenne. OleHKa COCTOSHUS
ETATHBHOM MUKPOGDIIOPHI KHUIIIETHHKA MOCTe GMOKOPPEKIIMH [TOKa3aJa, UTo
SIOBHO-ITaTOT'€HHEIE MUKPOOPTaHU3MBI B MUKPOOHMOIIEHO3€e KUIIeTHUKA JeTeit
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1-# m 2-i Tpymnm 10 JieYeHWs ONpeNe/sIMCh MPaKTUIeCKh Ha OJHOM YPOBHE.
ITocme nedenuss Saccharomyces bouilladi B obeux rpymmax OTMeUYeHB!
ybenuTeNbHbIE N3MEHEHNs TAaTOTeHHOM MUKPO(IIOPHI KUIEYHUKA. BbisBrieHne
Salmonella enteritidis u S.sonnei, S.flexneri TocTOBEpHO CHU3MIIOCE B 2,2 pasa B
1-i rpynme u B 4,3 pasa Bo 2-if rpymme nocne gedenus (13,0%; 5,8% n 22,7%:
5,3% cootBercTBeHHO, P<0,05). Pasuuna mMexnay C.jejuni u C.coli 1o u mocne
negenus Obina B 1,7 pasa B rpymne 1 1 B 4,7 paza Bo 2 rpylile, TOria Kak pasHHIa
mexay Y.enterocolitica o u nocie nedenus 6b11a B 1,7 paza B 06enx rpynmax.
10 2,0 pas.
SUMMURY
EFFECT OF SACHOROMYCES BOUILADI ON FACULTATIVE
INTESTINAL MICROFLORA IN HIV-INFECTED CHILDREN WITH
ACUTE INFECTIOUS DIARRHEA.
Muminova Makhbuba Teshaevna, Mamatmusaeva Fotima
Shaydullaevna
Tashkent Medical Academy
mkomfo@mail.ru

Key words: HIV infection, children, acute infectious diarrhea, facultative.
pathogenic intestinal microflora, Sachoromyces bouiladi.

Purpose of the study: To evaluate the effectiveness of the dmasg
Sachoromyces bouiladi on the state of intestinal microbiocenosis in HIV-infec
children with acute infectious diarrhea

Material and research methods. During the study, 470 patients under
age of 18 were divided into two groups: group 1 - 223 children in the II and
clinical stages of HIV infection with infectious diarrhea, group 2 - 247 chil
without HIV infection and only with infectious diarrhea. Results of the s
and their discussion. Assessment of the state of facultative intestinal microfl
after biocorrection showed that opportunistic microorganisms in the intesti
microbiocenosis of children of the 1st and 2nd groups were determined almost
the same level before treatment. After treatment with Saccharomyces bouill
convincing changes in the pathogenic intestinal microflora were noted in
groups. The detection of Salmonella enteritidis and S.sonnei, S.fle
significantly decreased by 2.2 times in the 1st group and by 4.3 times in the
group after treatment (13.0%; 5.8% and 22.7 %; 5.3% mos ravishda, P<0.05
The difference between C.jejuni and C.coli before and after treatment was &
times in group 1 and 4.7 times in group 2, while the difference betw
Y .enterocolitica before and after treatment was 1.7 times in both groups. up
2.0 times. :

YK 617.77-002:616.53-002.2
] HALI ONIBIT BBEAEHHWSA BOJIBHBIX
PO3ALEA-BJIE®PAPUT B COYETAHUE JEMOJEKO30M
Hypmaros Illox6o3 Illyxparosua?, AGayiaes Illepson Paxmar
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